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Il pangenoma di Arancio Rosso

Metodologie per la caratterizzazione genetica e fenotipica
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La storia dell’arancio

ANTHOCYANINSSWEET ORANGES
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Diversità genomica di una specie

Variable Variable

Variable
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I pan-genomi
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Il pangenoma umano
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Pangenomi: potenzialità agronomiche
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Lo studio

Tarocco Sciara

Tarocchino S Tacle Dolce Demmi Washington SanguineaBiondo di Tursi

Sanguinello OmbelicatoInarching Grottammare 11

Moro 45Sanguinello Blood Grottammare 7 Bud Blood

Obiettivi:

o Assemblaggio dei genomi di varietà di arancio rosso

o Costruzione del pangenoma di arancio rosso
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Metodi
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Risultati
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Output (Gb) Copertura ReadQ mediana N50 (Kb)​

Dolce Demmi​ 20.2​ 60.2X 25.3​ 34.1​

Inarching​ 18.2​ 54.3X 23.0​ 34.3​

Biondo di Tursi​ 21.4​ 63.9X 23.4​ 44.1​

Sanguinello Blood Orange​ 21.6​ 64.7X 23.3​ 38.5​

Grottammare 7​ 21.0​ 62.7X 23.4​ 29.7​

Moro 45​ 22.3​ 66.5X 22.6​ 41.8​

Bud Blood​ 20.5​ 61.2X 22.8​ 42.7​

Grottammare 11​ 20.9 62.3X 23.1​ 41.0​

Tarocco Sciara​ 22.1​ 66.0X 22.9​ 38.4​

Sanguinello Ombelicat ​o 22.0​ 65.8X 23.4​ 34.7​

Washington Sanguinea​ 22.1​ 66.0X 22.3​ 36.6​

Tarocchino S Tacle 20.3 60.8X 22.3 33.8​

Sequenziamento

base𝑄 = −10 × 𝑙𝑜𝑔10𝑃

𝑃: 𝑏𝑎𝑠𝑒𝑐𝑎𝑙𝑙𝑖𝑛𝑔 𝑒𝑟𝑟𝑜𝑟 𝑝𝑟𝑜𝑏𝑎𝑏𝑖𝑙𝑖𝑡𝑦

Copertura

Qualità delle reads

N50Protetto da copyright



Assemblaggio dei genomi

Dimensione (Mbp) Contig ​ (N) N50 (Mbp)​ BUSCO* (%)

Hap1 Hap2 Hap1 Hap2 Hap1 Hap2 Hap1 Hap2

Biondo di Tursi 337.5 331.9 31 40 33.2 28.1 C:98.0 [S:95.7, D:2.3] C:97.9 [S:95.7, D:2.2]

Bud Blood 344.2 330.3 50 36 32.9 31.8 C:99.0 [S:97.5, D:1.5] C:98.6 [S:97.5, D:1.1]

Dolce Demmi 338.0 329.3 42 35 31.7 32.0 C:98.9 [S:97.2, D:1.7] C:98.0 [S:96.9, D:1.2]

Grottammare 11 340.9 331.6 40 36 36.2 29.5 C:99.0 [S:97.7, D:1.2] C:98.7 [S:97.2, D:1.5]

Grottammare 7 336.4 334.2 71 53 31.9 30.7 C:99.0 [S:97.5, D:1.5] C:98.9 [S:97.9, D:1.0]

Inarching 337.6 333.3 75 56 30.8 29.8 C:98.9 [S:97.6, D:1.3] C:98.9 [S:97.5, D:1.4]

Moro 45 346.3 326.1 36 34 33.3 31.8 C:99.0 [S:97.5, D:1.5] C:98.0 [S:96.6, D:1.4]

Sanguinello Blood Orange 337.6 329.3 50 40 33.0 31.9 C:98.5 [S:97.3, D:1.2] C:99.1 [S:97.7, D:1.3]

Sanguinello Ombelicato 331.1 340.8 86 50 29.4 27.2 C:98.8 [S:96.3, D:2.5] C:99.0 [S:97.8, D:1.2]

Tarocco Sciara 345.2 328.0 53 34 31.9 31.4 C:98.9 [S:97.6, D:1.2] C:98.9 [S:96.3, D:2.6]

Tarocchino S Tacle 339.6 331.8 84 55 32.0 29.6 C:94.3 [S:90.5, D:3.7] C:96.4 [S:90.2, D:6.2]

Washington Sanguinea 343.4 327.8 51 68 31.7 26.3 C:99.0 [S:96.9, D:2.1] C:97.5 [S:96.0, D:1.5]

C. sinensis 2n=18

(Hifisam)

(NextPolish)
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Il pangenoma di arancio rosso
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Genomica comparativa:

o Mappatura genetica di caratteri agronomici

o Filogenetica

Prospettive Future
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